Atty. Dkt. No. K-163-CIP 



REMARKS 



Applicants believe that the present application is now in condition for allowance. 
Favorable reconsideration of the application as amended is respectfully requested. 

The Examiner is invited to contact the undersigned by telephone if it is felt that a 
telephone interview would advance the prosecution of the present application. 

Respectfully submitted. 



Date 1^ - M - ox By K . /^<3^ 

Klaus J. Bach & Associates Klaus J. Bach 

Patents and Trademarks Attorney for Applicant 

4407 Twin Oaks Drive Registration No. 26,832 

Murrysville, PA 1 5668 
Telephone: 724-327-0664 
Facsimile: 724-327-0004 



Atty. Dkt. No. K-163-CIP 
MARKED UP VERSION ATTACHED TO AMENDMENT IN 

SERIAL NO. 10/051,804 

Marked up version of the paragraph starting at page 1, lines 12-19 is below: 

The present invention relates to transcription factors with a 
DNA binding domain comprising at least a basic domain and an 
adjacent leucine-zipper domain with the following amino acids: 
L el X gl X X X L e2 X g2 X X x'x L e3 X g3 X X X L e4 X g4 X 

X X L e5 (SEQ ID NO: 1) 

wherein L is leucine/ gi and ei are possible substitution 
locations and x are any amino acids and x' is tyrosine or 
glycine. 



Marked up version of the Table on page 14 is below: 
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m2,5 EK KQAT EE E ISEQ ID NOj^ 15) 

m1,5 EE EQAT EE E {SEQ ID NOj^ 16) 

e; 91 62 92 3 93 ^4 94 eS 
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Marked up version of Claim 1 is below: 

1. (amended) A transcription factor with a DNA-binding domain 
comprising a basic domain and an adjacent Leucine zipper domain 
with the following amino acids: 

L el X gl X X X L e2 X g2 X X x' X L e3 X g3 X X X L e4 X g4 X X X 

L e5 (SEQ ID NO: 1) 

wherein L is leucine, gi and ei are possible substitution 
locations, x are any amino acids, and x' is one of tyrosine [and] or 
glycine and wherein one of the following sets of substituents are 
at the nine substitution locations ei and gi: 
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valine being replaceable by alanine, leucine, methionine, 
isoleucine, glutamine. 



